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Purpose Design Challenges
NASA’s mission includes furthering our understanding of biological systems through space- NASA has chosen a phased capability implementation for the GLDS. The initial phase of the The Genelab project and the GLDS face several challenges, including:
based research in order to improve life on earth and to enable the human exploration of GLDS development effort emphasizes capabilities for the submission, curation, search, and
space. To achieve these goals, NASA is investing in Genelab, a multi-year effort to conduct retrieval of omics data sets. Important design considerations included: \ d rapidl e N
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