Single-cell analysis of yeast (Saccharomyces cerevisiae) using hydrogel encapsulation
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PicoShell florescence to be higher than
that of yeast in YPD ~2.5 hours, likely
indicating that florescence does not
correlate with number of yeast cells
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approximately 8 hours is potentially due
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countermeasure protocols to safely bring humans
beyond Earth’'s magnetosphere.

Budding yeast (Saccharomyces cerevisiae) are
commonly used in experiments as a model
organism for studying the effects of radiation on
eukaryotes.
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