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The 2021 SpaceX Inspiration4 (14) mission collected a comprehensive atlas of biological measurements from four civilian astronauts, providing a

wealth of data to characterize the effects of spaceflight on the human body. These data include both non-omics and omics assays such as direct

RNA sequencing (RNA-seq), single nuclei ATAC-seq and RNA-seq, metagenomics, proteomics, and comprehensive metabolic and cytokine panels, Submit Data Access Request (DAR) Form and IRB
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Here we describe the robust privacy and security protocols implemented by OSDR to safeguard sensitive health data from astronauts while ‘

facilitating metadata and processed data sharing for research purposes. We further provide a road map for navigating the vast amount of data Study Filos Selectod: 0
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The open access of datasets in NASA’s OSDR provides a unique opportunity for the scientific community, as well as

citizen scientists and students, to continue using OSDR resources to further unlock profound insights into the . e, &0,

consequences of space travel on the human body. Through implementation of security measures to protect sensitive OSDR AWG AL } ‘ 14 Team

human data, the OSDR seeks to strengthen the science exchange between the Biological and Physical Sciences Program Members . == ' ' \ i © = | Weil Cornell Medicine

and the Human Research Program, per recommendation 4-1 of the 2023-2032 Decadal Survey, and encourage further : Lead by: Drs. Eliah Overbey and Chris Mason
sharing and dissemination of astronaut data to provide the scientific community with the resources needed to lay the OSDR Team Members

groundwork for developing targeted mitigation strategies to help withstand the rigors of long-duration spaceflight.
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